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Functional annotation of up -regulated genes
Functional annotation

No.of genes EASE Score

Heat map apoptosis 22 3.17E-04

response to starvation 4 4.32E-04

— postive reguiation of transcription from RNA polym erase2 promoter 9 9.60E-04

chemotaxis 8 1.66E-03

protein kinase cascade 13 261E-03

steroid metabolic process 8 460E-03

regulation of epidermis development 3 594E-03
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regulation of cell differentiation 7 1.15E-02

lipid metabolic process 16 214E-02
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actin filament -based process 7 4.85E-02

B cell activation 4 4.89E-02

infracellular signaling cascade 25 4 93E-02
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Functional annotati No.of genes EASE Score

translation 18 3.24E-04

oxidative phosphorylation 7 1.11E-03

Oh1h3h 6h 24 h 48 h\ nucleotide metabolic process 10 224E-03

regulation of transcription from RNA polymerase Il promoter 15 407E-03

Time of coculture apaptosis 18 277E-02
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